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Sleeping Sickness Survey in the Serengeti Area 1971
R. Geigy & M. Kauffmann

Species No. examined No. infected
Panthera leo 43 39
Crocuta crocuta 31 23
Kobus defassa 1 1
Alcelaphus buselaphus 20 11

Acta Tropica 30:12-23
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(GENOME B10LOGY AND EVOLUTION

melarsoprol in vitro. All stoc
isolated from a sleeping sicks
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isometamidium were require
contrast, the remaining stock

0.01-0.20 ng/ml isometamid;
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Abstract

The Trypanosoma brucei complex contains a number of subspecies with exceptionally variable life histories, including zoonotic
subspecies, which are causative agents of human African trypanosomiasis (HAT) in sub-Saharan Africa. Paradoxically, genomic
variation between taxa is extremely low. We analyzed the whole-genome sequences of 39 isolates across the T. brucei complex
fromdiverse hosts and regions, identifying 608,501 single nucleotide polymorphisms that represent 2.33% of the nuclear genome.
We show that human pathogenicity occurs across a wide range of parasite genotypes, and taxonomic designation does not reflect
genetic variation across the group, as previous studies have suggested based on a small number of genes. This genome-wide study
allowed the identification of significant host and geographiclocation associations. Strong purifying selection was detectedin genomic
regions associated with cytoskeleton structure, and regulatory genes associated with antigenic variation, suggesting conservation of
these regions in African trypanosomes. In agreement with expectations drawn from meiotic reciprocal recombination, differences in
average linkage disequilibrium between chromosomes in T. brucei correlate positively with chromosome size. In addition to insights
into the life history of a diverse group of eukaryotic parasites, the documentation of genomic variation across the T. brucei complex
and its association with specific hosts and geographiclocalities will aid in the development of comprehensive monitoring tools crucial
to the proposed elimination of HAT by 2020, and on a shorter term, for monitoring the feared merger between the two human
infective parasites, T. brucei rhodesiense and T. b. gambiense, in northem Uganda.
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A Guide for Transboundary
Research Partnerships

11 Principles

Swiss Commission for Resea rch Partnerships
with Developing Countries (KFPE)
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Set the agenda together
Interact with stakeholders
Clarify responsibilities
Account to beneficiaries
Promote mutual learning
Enhance capacities

Share data and networks
Disseminate results

Pool profits and merits
Apply results

Secure outcomes
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Researchers cannot sell their results as a
farmer would sell potatoes on the market.

Most research partnerships produce
knowledge as a public good.
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However, the situation becomes more difficult
In cases where several of the parties involved
lay claim to the same piece of the cake.

When property rights or patent rights
are at stake, it is essential to
set clearrules early on.



